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In the claims: 



Please enter the following amendments: 

1 . (Currently Amended) A nucleic acid present in other than its natural 
environment, wherein said nucleic acid encodes a far red shifted Stichodactylidaen 
chromoprotein or fluorescent mutant thereof, and wherein said nucleic acid has a 
sequence identity s i m i lar i ty of at least about 75% with a nuc l oot i do soquonc e of SEQ 
IDNO:11. 

2. (Original) The nucleic acid according to Claim 1 , wherein said nucleic acid is 
isolated. 

3. (Currently Amended) A nucleic acid present in other than its natural 
environment, wherein said nucleic acid encodes a fluorescent Stichodactylidaen 
protein having an emission maximum ranging from about 620 to 680 nm. 

4. (Original) The nucleic acid according to Claim 3, wherein said nucleic acid is 
isolated. 

* 

5. (Currently Amended) A nucleic acid present in other than its natural 
environment having a sequence identity s i mi l ar i ty of at least about 80% with a 
nucl e ot i d e sequ e nc e of SEQ ID NO: 11. 

6. (Currently Amended) The nucleic acid according to Claim 5, wherein said 
sequence identity sim il ar i ty is at least about 90%. 

7. (Currently Amended) A fragm e nt of th o nucleic acid present in other than 
its natural environment s ele ct e d from th e group consist i ng of: 

(a) a nuc l e i c acid that encodes fluorescent protein having an emission 

maximum ranging from about 620 to 680 nm ; and 
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(b) a nuc l o i c acid and having a sequence identity of s i milar i ty of at least 

about 80% with a nuc lo ot i do soquonco of SEQ ID NO: 1 1f 

whoroin sa i d fragment oncodos a f l uoroscont product and is procont i n othor than 

i ts natura l e nv i ronm e nt . 

8. (Currently Amended) An isolated nucleic acid or mimot i c thoroof that 
hybridizes under stringent conditions to a nucleic acid selected from the group 
consisting of: 

(a) a nucleic acid that encodes a_fluorescent Stichodactvlidaen protein 
having an emission maximum ranging from about 620 to 680 nm; and , 

(b) a nucleic acid having a sequence identity of s i m i l a r i ty of at least about 
80% with a nuc l ootido soquonco of SEQ ID NO: 1 1 ; 

or its complementary sequence, wherein said stringent conditions are at least as 
stringent as hybridization at 42°C in a solution comprising 50% formamide, 5 * SSC, 50 
mM sodium phosphate, 5 * Denhardt's solution, and 10% dextran sulfate. 

9. (Currently Amended) A construct comprising a vector and a nucleic acid 
selected from the group consisting of: 

(a) a nucleic acid that encodes afluorescent Stichodactvlidaen protein 
having an emission maximum ranging from a bout 620 to 680 nm; and 

(b) a nucleic acid having a sequence identity of sim il ar i ty of at least about 
80% with a nuc l oot i do soquonce of SEQ ID NO: 11. 

10. (Currently Amended) An expression cassette comprising: 

(a) a transcriptional initiation region functional in an expression host; 

(b) a nucleic acid selected from the group consisting of the nucleic acids of: 

(i) a nucleic acid that encodes a_fluorescent Stichodactvlidaen 
protein having an emission maximum ranging from about 620 to 
680 nm; and 

(ii) a nucleic acid having a sequence identity of s i milarity of at least 
about 80% with a nucl o otido soquonco of SEQ ID NO: 1 1 ; and 
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(c) and a transcriptional termination region functional in said expression host. 

1 1 . (Original) A cell, or the progeny thereof, comprising an expression cassette 
according to Claim 10 as part of an extrachromosomal element or integrated into the 
genome of a host cell as a result of introduction of said expression cassette into said 
host cell. 

1 2. (Previously Presented) A method of producing an Anthozoan chromo and/or 
fluorescent protein, said method comprising: 

growing a cell according to Claim 11, whereby said protein is expressed; and 
isolating said protein substantially free of other proteins. 

13. -17. (Canceled) 

18. (Currently Amended) In an application that employs a nucleic acid encoding 
a chromo- or fluorescent protein, the improvement comprising: 

employing a nucleic acid selected from the group consisting of: 

(i) a nucleic acid that encodes afluorescent Stichodactvlidaen protein 
having an emission maximum ranging from about 620 to 680 nm; and 

(ii) a nucleic acid having a sequence identity of sim il arity of at least about 
80% with a nuc lo otid o s e qu e nce of SEQ ID NO: 11. 

1 9. (Currently Amended) A kit comprising: 

a nucleic acid selected from the group consisting of: 

(i) a nucleic acid that encodes afluorescent Stichodactvlidaen protein 
having an emission maximum ranging from about 620 to 680 nm; and 

(ii) a nucleic acid having a sequence identity of sim il ar i ty of at least about 
80% with a nucleot i de soquonco of SEQ ID NO: 1 1 ; and 

instructions for using said nucleic acid. 
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20. (Currently Amended) A fragm o nt of the nucleic acid present in other than 
its natural environment coloctod from th o group cons i st i ng of: 

(a) a nuclo i c acid that encodes fluorescent protein having an emission 

maximum ranging from about 620 to 680 nmi-af^ 

(k) a nuclo i c acid having a sequence identity of sim il arity of at least about 

75% with a nucloot i do soquonco of SEQ ID NO: 1 1 j 

wh o roin sa i d fragm e nt e ncod e s a f l uor e scent product and is pres e nt i n othor than 

i ts natura l e nv i ronm e nt . 

21 . (Currently Amended) An isolated nucleic acid or m i motic thereof that 
hybridizes under stringent conditions to a nucl ei c ac i d s ele cted from th e group 
cons i sting of: 

(a) a nucleic acid that encodes afluorescent protein having an emission 

maximum ranging from about 620 to 680 nm ; and 

(b) a nucl ei c ac i d having a sequence identity of s i m il arity of at least about 

75% with a nuc l eot i de soquonco of SEQ ID NO: 1 1 ; 

or its complementary sequence, wherein said stringent conditions are at least as 
stringent as hybridization at 42°C in a solution comprising 50% formamide, 5 * SSC, 50 
mM sodium phosphate, 5 * Denhardt's solution, and 10% dextran sulfate. 

22. (Currently Amended) A construct comprising a vector and a nucleic acid 
selected from the group consisting of: 

(a) a nucleic acid that encodes afluorescent Stichodactvlidaen protein 
having an emission maximum ranging from about 620 to 680 nm; and 

(b) a nucleic acid having a sequence identity of sim il ar i ty of at least about 
75% with a nuclootido soquonco of SEQ ID NO: 1 1 . 

23. (Currently Amended) An expression cassette comprising: 

(a) a transcriptional initiation region functional in an expression host; 

(b) a nucleic acid selected from the group consisting of the nucleic acids of: 
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(i) a nucleic acid that encodes afluorescent S tich odactvlida en 
protein having an emission maximum ranging from a bout 620 to 
680 nm; and 

(ii) a nucleic acid having a sequence identity of s i milar i ty of at least 
about 75% with a nucloot i do soquonco of SEQ ID NO: 1 1 ; and 

(c) and a transcriptional termination region functional in said expression host. 

24. (Currently Amended) In an application that employs a nucleic acid encoding 
a chromo- or fluorescent protein, the improvement comprising: 

employing a nucleic acid selected from the group consisting of: 

(i) a nucleic acid that encodes afluorescent Stichodactvlidaen protein 
having an emission maximum ranging from about 620 to 680 nm; and 

(ii) a nucleic acid having a sequence identity of simi l ar i ty of at least about 
75% with a nuc l oot i do soquonco of SEQ ID NO: 1 1 . 

25. (New) The nucleic acid according to Claim 1 , wherein said protein has one or 
more amino acid substitutions at positions 2, 36, 63, 143, 173, 201 and 204 as 
compared to a wild type sequence. 

26. (New) The nucleic acid according to Claim 1 , wherein said protein has one or 
more amino acid substitutions at positions A2S, T36A, E63A, C143S, L173H, P201L 
and K204E as compared to a wild type sequence. 

27. (New) The nucleic acid according to Claim 5, wherein said protein has one or 
more amino acid substitutions at positions 2, 36, 63, 143, 173, 201 and 204 as 
compared to a wild type sequence. 

28. (New) The nucleic acid according to Claim 5, wherein said protein has one or 
more amino acid substitutions at positions A2S, T36A, E63A, C143S, L173H, P201L 
and K204E as compared to a wild type sequence. 
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29. (New) The nucleic acid according to Claim 7, wherein said protein has one or 
more amino acid substitutions at positions 2, 36, 63, 143, 173, 201 and 204 as 
compared to a wild type sequence. 

30. (New) The nucleic acid according to Claim 7, wherein said protein has one or 
more amino acid substitutions at positions A2S, T36A, E63A, C143S, L173H, P201L 
and K204E as compared to a wild type sequence. 
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